1
susceptibility to pests and diseases. Rhizoctonia foliar blight has acquired significant 2 importance in tropical America, and is estimated to be the most devastating disease of 3 ranches and farms when large areas are planted with only one cultivar of Brachiaria (1, 4 10, 22).
5
Rhizoctonia foliar blight is an invasive and destructive disease caused by the 6 fungal pathogen Rhizoctonia solani. This pathogen is found throughout the world, clean greenhouse until assays were conducted on 40-day-old clonal transplants 1 incubated at 28°C and 80% relative humidity. Plants were fertilized one week before 2 inoculation and watered every two days. inoculation studies. Different methods of inoculation were tried, including spray and 10 stem inoculation, but the superior method chosen was stem inoculation (1). Various 11 levels and types of inocula (e.g., sclerotium and mycelium) were also previously 12 evaluated to determine which inocula produced the most reliable results. In this case, 13 inoculum preparation involved growing the individual fungal isolates for 8 days on PDA 14 medium that was supplemented with amoxicillin (at a rate of 300 mg/l).
15
For inoculation itself, a 4-mm disk of mycelium on agar was placed at the point were selected from 147 isolates collected in a previous study (1) chosen for diversity of 6 geographic origin, growth rate, isolate color, original host, nuclear condition (number of 7 nuclei per cell), and virulence. A split-plot experimental design was used, where isolates 8 were assigned to main plots and host genotypes to the subplots. Each isolate-host 9 genotype combination was replicated five times to obtain 550 sub-plot experimental 10 units (plants). The experiment was conducted twice.
11
The inoculated plants were evaluated every 3 days for 15 to 18 days to record 12 disease progress. A visual scale of 0 to 5 was used, following Alvarez (1), where: a score 13 of 0 signified no disease, 1 corresponded to 0.1 to 0.9 %, of the leaf surface area 14 infected, 1.5 =1 to 11.9 % infection, 2 = 12 to 24.9 % infection, 2.5 = 25 to 36.9% submitted to an analysis of variance to assess differences among host genotypes and the The results also showed significant differences among isolates, genotypes, and 5 isolate-host genotype interaction for both trials (Table 4 ). The differences between the 6 two trials lay principally in the virulence or aggressiveness of the Rhizoctonia isolates 7 towards the Brachiaria genotypes evaluated (Tables 2 and 3 ). The differences among
8
Brachiaria genotypes in their reactions to the isolates evaluated were much greater than 9 the differences among isolates or among isolate-host genotype interaction (Tables 2 and   10 3).
11
The isolate-genotype interaction was significant, but when compared with the 12 main effect of genotypes and of isolates, the effects of interactions were minimal. in the field. Although disease levels were moderately higher in the greenhouse than in 5 the field, they correlated positively (9). Reliability of the methodology presented here 6 was determined previously (1) 1 This advance is expected to lead to the acquisition of materials that will offer increased 2 productivity and have a wider range of adaptation. Likewise, through the adoption of 3 new Brachiaria cultivars, the economic and social situation of many groups of small or 4 medium farmers can be improved as livestock production is developed and modernized.
5
As well as mitigating negative impact on the environment, by reducing fungicide use, 6 these cultivars can help shift the industry from being based on extensive to intensive 7 production models. The new hybrids produce significantly more forage fiber per unit 8 area than the previous.
9
It is of importance that those hybrids with the species B. brizantha tended to be 
